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General Questions  
 
1) What is (are) your main interest(s) in attending the workshop? 
 
My main interest in attending the workshop is to interact with the community in 
identifying common goals and interests for cyber-enabled discovery and innovation. 
 
2) What information/knowledge management needs do you have?   
Explain your ‘dream tool’ for scientific discovery and innovation. 
 
My main information/knowledge management needs involve representation and 
integration of complex scientific data (in the life sciences) that are diverse and 
heterogeneous. My dream tool for scientific discovery and innovation is one that can 
provide a seamless way of integrating diverse types of life sciences data for integrated 
data mining and visualization. 
 
 
3) What is the most insightful visualization of static or dynamic phenomena you know?  
 [Ideally this visualization led to a major discovery/innovation. Examples could come 
from science, art, or any other field of human endeavor. Note that we plan to use this 
visualization on your name card.] 
 
Pathway visualization tools that depict interactions among different types of objects 
including genes, proteins, small molecules, etc. Also, tools like Google Earth allow 
mashup of geographical data (including time series data). 
 
4) What would you like to learn / achieve at the workshop? 
 
I would like to learn more about what other researchers are working on in terms of CDI 
research. I would like to identify possible areas of collaboration with these researchers. 
 
 


