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Dr. Kei Cheung is an Associate Professor at the Yale Center for Medical informatics. He
received his PhD degree in Computer Science from the University of Connecticut. Dr.
Cheung's primary research interest lies in the area of bioinformatics database and tool
integration. He has recently embarked on the exploration of how to use Semantic Web
technologies in the context of Life Sciences (including Neuroscience) data integration. Dr.
Cheung co-edited a book entitled: "Semantic Web: Revolutionizing Knowledge
Discovery in the Life Sciences", which was published by Springer in January of 2007. He
served as the chair of the First International Workshop on Health Care and Life Sciences
Data Integration for the Semantic Web, which was co-located with the WWW2007
conference. He is currently a Guest Editor of the upcoming Special Issue: "Semantic
BioMed Mashup", which will appear in the Journal of Biomedical Informatics. Dr.
Cheung is an invited expert to the Semantic Web Health Care and Life Science Interest
Group launched by the World Wide Web Consortium.
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General Questions
1) What is (are) your main interest(s) in attending the workshop?

My main interest in attending the workshop is to interact with the community in
identifying common goals and interests for cyber-enabled discovery and innovation.

2) What information/knowledge management needs do you have?
Explain your ‘dream tool’ for scientific discovery and innovation.

My main information/knowledge management needs involve representation and
integration of complex scientific data (in the life sciences) that are diverse and
heterogeneous. My dream tool for scientific discovery and innovation is one that can
provide a seamless way of integrating diverse types of life sciences data for integrated
data mining and visualization.

3) What is the most insightful visualization of static or dynamic phenomena you know?

[Ideally this visualization led to a major discovery/innovation. Examples could come
from science, art, or any other field of human endeavor. Note that we plan to use this
visualization on your name card.]

Pathway visualization tools that depict interactions among different types of objects
including genes, proteins, small molecules, etc. Also, tools like Google Earth allow
mashup of geographical data (including time series data).

4) What would you like to learn / achieve at the workshop?

I would like to learn more about what other researchers are working on in terms of CDI
research. I would like to identify possible areas of collaboration with these researchers.



